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Figure 1 
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Figure 2: L3 and L2 inimunotypes (H44/76 , MC58 strains) 
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3 5 E ATGAAGCTCAAAATAGACATTGCAACCAGCyU^CTTCyVAACyvCGGCGGCGGC^ 
IgtGF ATGAAGCTCAAT^TAQACa^TTGCAACaACAACTTCAAACACXXK^ 

3 5E TTTGGTAAAGGGTCTGAACy^GACAAAACyVTCACACCGGCCGTTTATGCGACGAA^ 
IgtGF TTTGGTAAAGGGTCTGAACAGACaUUUVCATCACACCGGCCGTTTATGCGAC^^ 

3 5E CTGAATACGCCATGATCGAACCCCATCTTGTaSUVTCAACACCGGAro 
IgtGF CTGAATACGCCATGATCGAACCCCATCTTGTCGATCaUlCACCGGAC^ 

3 5E TTTTCAAGCCGGCTCACTCAAACCAGAAAAAAaiGTGCaK:a^C^ 
IgtGF TTTTCAAGCCGGCTCACTCAAACCyiGAAAAAACAGTGCCGCCAAACTGATTO 

3 5 E CGCCGACCTCCTCATCTGCGGCGGCACT^CACTTGGGCTACCTGCyVCCATATGGCGCAAAAACCGAACCTO 
IgtGF CGCCGACCTCCTCATCTGCGGCGGCACACaVCTTGGGCTACCTGCACCATATGGCGCAAAAACCGAAC^ 

3 5E TCGACCGCCTCGCCATACGCCGTAACCGCAGCAACTACGCCACCGCCyUUlCTGATTATGGCGCATTCCCAT 
1 g tGF TCGACCGCCTCGCCATACGCCGTAACCGCAGaUVCTACGCCACCGCCaUUlCTOATTATGGCGC^ 

35E ATGATGCGGTGCGAACTGGTCGGACTGTACGGCGTTCCCCCTGAAAGAATCCaVAGTCGCCCCCCCCCCCGC 
IgtGF ATGATGCGGTGCGAACTGGTCGGACTKSTACGGCGTTCCCCCTOAAAGAATCCaU^GTCGC^ 



3 5E AGATACGGAACGCTTCTTCCCGCyU^CCCGGAGAAGCTGCCGACCTGCGCGCCAAATACGGCTTO 
1 g tGF AGATACGGAACX3CTTCTTCCCGCAACCCGGAGAAGCTGCCGACCTGCGCGCCAAATAC 

3 5 E ATGAAACCGTTTTCCTGTTCCCyVTCGACCGGCCACACGCGCAAAGGTCTK^ 
IgtGF ATGAAACCGTTTTCCTGTTCCCATCGACCGGCCACACXK!GCAAAGGTCTGGAAC^^ 

3 5E GAACATACCGGCCTGCCCGTCAAGCTCGCCGTTGTCGGCTC 
IgtGF GAACATACCGGCCTGCCCGTCAAGCTCGCCGTTGTCGGCTC 
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